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Discussion and Conclusions

Background Materials and Methods

L1CAMs are transmembrane glycoproteins of the immunoglobulin (Ig) superfamily To test this hypothesis...
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] The position of the cell body/soma of the CAN neuron and the lengths of its axon process were examined using
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Image Analysis:

Images of the CANs and the axons taken using fluorescence microscopy were superimposed onto DIC images F Utu re D I re Ctl 0 n s
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PDZ-binding motif

In this study we only looked at WT and sax-7(0) Ras(gf) animals (crossed with the kyls4
transgene). As stated in the discussion we would additionally like to explore how sax-7(0)
and Ras(gf) single mutants affect the CANSs. It is possible that single mutants do not
display the same positional defects as double mutants and through this analysis we can
assess the strength and extent of the synergistic effect between sax-7 and Ras. To begin,

Figure 1: Cartoon of L1 Protein. L1 protein is composed (from left to right) of six Ig-like domains followed by five
fibronectin type lll repeats, the transmembrane region, and a cytoplasmic tail, which includes the FERM-binding
motif, ankyrin-binding domain, and the PDZ-binding motif (adapted from Norris et al., 2015).
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